A) UV chromatogram of compound L1 recorded at 220 nm (retention time of 5.84 min and a degree of purity of 98.7%); B) Mass spectrum (ESI+) of peak at 5.84 min.
Table of Figures:
: Structure of the tetrameric ligands L1, L2, L3, L4 and atom nomenclature (dmso-d6, 310K). TOCSY stripes with assigned backbone H N and side chain Hζ resonances of the three lysine residues are shown. The two almost overlapping TOCSY stripes due to the two spin systems of the linker ending up with a free amino group are shown as well. The NOESY signals marked a and a' are cross peaks between the H N spins of lysine K2A and K2B with the H1' spins of residues C3AA and C3BA; signals marked with b and b' (almost overlapping) correspond to the NOE correlation between the side-chain Hζ spin of K2A and K2B and the H1' spins of residues C3AB and C3BB. 
A) linear-FibPep (UV chromatogram) B) linear-FibPep (mass spectrum)
Figure S15 A) UV chromatogram of compound cyclic-FibPep recorded at 220 nm (retention time of 5.92 min and a degree of purity > 90%); B) Mass spectrum (ESI+) of peak at 5.92 min.
A) cyclic-FibPep (UV chromatogram) B) cyclic-FibPep (mass spectrum)
Figure S16 Mass spectrum (ESI+) of compound sulfhydryl-FibPep.
Figure S17 A) UV chromatogram of compound
FibPep-Gd-L2 recorded at 220 nm (retention time of 6.72 min and a degree of purity > 85%); B) Mass spectrum (ESI-) of compound FibPep-Gd-L2.
A) FibPep-Gd-L2 (UV chromatogram) B) FibPep-Gd-L2 (mass spectrum)
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